, for subtypes 1-10, and NA, respectively) (column sidebar). To show contrast, the max and min CLS were set to the 99th percentile of the original CLS distribution. Left row subtypes. Kaplan-Meier plots depicting the survival probability over time for samples of different PAM50 subtypes. Each plot stratifies samples into a high (red) and low (blue) hematopoietic CLS group for a different hematopoietic lineage. Samples were stratified into high and low groups based on whether their CLS was above or below the modal frequency of the subtype's CLS distribution for the given cell type. P-values were calculated using the log-rank test. Vertical hash marks indicate censored data. 
